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Isolation and Preliminary Identification of H9 Subtype Influenza A Viruse
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Abstract: 2011 two strains (FZ-04 and FZ-11) were isolated respectively from two broiler farms in Fuyjian.

Hemagglutination test results showed that the isolated allantoic fluid can induce 1% chicken erythrocytes
agglutination. Hemagglutination inhibition test results showed that the isolates allantoic fluids were only inhibited
by avian influenza virus subtype H9 standard serum specificly. Specified and conserved M (Matrix) gene and HA
(Hemagglutinin) gene of H9 subtype were amplified by RT-PCR with the segment lengths of 229bp and 732bp

respectively. The results indicated that the isolated strains were H9 subtype of influenza A virus. The phylogenetic

analysis of HA genes showed that isolates and representative strains CK/FJ/G9/09 have a closest relationship,

belonging to the major sublineage CK/BJ/1/94 in China.
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Table 1 Viruses used in this study
A/Chicken/Hong Kong/G9/97 HIN2 AF156373 CK/HK/G9/97
A/ Chicken/Beijing/1/94 H9N2 AF156380 CK/BJ/1/94
A/chicken/Fujian/9104/2005 HI9N2 CY023632 CK/FJ/9104/05
A/chicken/Fujian/9290/2005 HIN2 CY023640 CK/FJ/9290/05
A/chicken/Fujian/10954/2005 HIN2 CY023664 CK/FJ/10954/05
A/Chicken/Fujian/FB3 /2007 HI9N2 FJ434575 CK/FJ/FB3/07
A/Chicken/Fujian/FG13/2007 HIN2 FJ434572 CK/FJ]/FG13/07
A/chicken/Fujian/G9/2009 HIN2 JF715008 CK/FJ/G9/09
A/Chicken/Heilongjiang /35/00 H9N2 DQO064366 CK/HLJ/35/00
A/Duck/Hong Kong/Y439/97 HI9N2 AF156377 DK/HK/Y439/97
A/turkey/Wisconsin/1/1966 HIN2 D90305 TK/WI1/66
A/Quail/Hong Kong/G1/97 H9N2 AF156378 QA/HK/G1/97
A/Swine/Hong Kong/10/98 HI9N2 AF222811 SW/HK/10/98
A/Goose/Guangdong/1/96 H5N1 AF144305 GS/GD/1/96
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Fig 1 RT-PCR identification of the strains
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