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Abstract: Structure and function of Mmc-3740 encoded protein of Mycoplasma mycoides subsp. capri were studied
based on the bioinformatics of the secondary structure, transmembrane region and signal peptide of the gene. The
results showed that the protein was an alpha helix with extended random coil, and that the signal peptide located
either extracellular or in cytoplasmic with high antigen index and immunogenicity. The area that showed high
antigen index and immunogenicity concentrated in the regions of 28 — 51, 60 — 67 and 80 — 130 amino acid

sequences. The molecular formula of the protein was Cgo; Higoo Nigs Oz S; with a molecular weight of 15. 21 kD and

an isoelectric point of 4. 42, The half-life of Mmc-3740 in microorganisms appeared to be short and unstable.
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Table 1 Predicted Mmc-3740 secondary structure

25Ky o2 iE 310~ M2 lE R i B-Ir & A HE i B-%% fA il X Fii AL 45 it R IX HAlh
9 ik %k 30 0 0 0 0 0 101 0 0
B/ % 20.13 0. 00 0. 00 0. 00 12.08 0. 00 0. 00 67.79 0. 00 0. 00




5509 REME S . 2R RN F AR R G A Mme3740 £ 413 & F 547 885
2.4 BRI
‘HHHH\\‘HHHHHHHmmmmm 1 H\HMIH HmHmumn“‘mm [ HMHHHHM‘ F F DAS A7 & i i §k 'ﬁ: 1 TMHMM A £& 7
20 40 60 80 100 120

20 40 60 80 100 120

10 20 30 40 50 60 70
| | | I | | |

MLVIKLLTLLGSISIVASTASVAIACTDKVPTATSNNNSHSDNSNEKNDMNEGSKEMEIKTEQPKEEKTE

hhhhhhhhhhtcheehhhhhheeeeccccc ccececc hhcttccceeecc cce

GSNDSNNSLTEQRDQNEGKSENSKESETVTKPSESDSSTQGDTTSSGSRGANSSASSSSSSSSIDNLDME
eeh eee hhhhh

EHNTVQ

hcceee

Bl 1 Mmc3740 HIBER o« 8B, LM, BEHISHE
b ki)
Fig. 1  Distribution of alpha helix, extension chain and

random coil structure of Mmc-3740
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